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WEE EHRAREL TEEHESE ) RAKS
EFMEER HHo5)
L. F 31 4y #8 A& 42 A4 B ¥ (mitochondrion} ¥+ i 477
(a)4% H #7 £ R Me(gluconeogenesis) (L)% 8% F_ME (citric acid cycle | TCA cycle)
(c) BB A5 8% & %, KM (lipogenesis) ()45 A& BB (glyeolysis)
2T ST B MR AT
{a)# A% £4 (mitochondrion) (byiz K4 (lysosome)
{c)ém B 4% (nucleus) (d)yi& &1t 4524 (peroxisome)
3.F ST & B A% de A 403 15 A (transiation) 2 & & # % % (nonsense codon) ?
(2)AUG (BYUAC (UAA (@UCA
A FIMTHERBIVE B P BRI EEAX?
(a)Triacylglycerol (b)Phosphoglyceride
(c)Qlycolipid {d)Cholesterol
S5F Pl T 4B - F e A7
(a)ie A% 3 54 % (gel filtration) (b)izsE # IR INMR) 5. 5844,
(c)#3 5 i &~ sk (ultracentrifugation) (d) & k% (electrophoresis)
6. F 547 4 b Fe(base) R £ & 441 SR (DNA)Fo 47 48 4% 8 (RNA)Fr 24 B B 647
(a)A# °Z »4-(adenine) (b} v o (cytosine)
(c) & $# & o4 (guanine) (d) B = (uracil)
7408 ks (histidine) 2. pKy=1.8, pKu=6.0, pKy=92 3HRjfE pH E=105 2 AEH T CRERBEFETRTHT
@EEH ) a T ©)F 4 B Ay (dyrd - gk
8. F FIMT4 & w-3 A fafe B ELT?
(a) ¢ -linolenic acid (bjoleic acid (c)arachidonic acid (d)ypalmitic acid
ST HTHG TR EAKBETEAE HEF ey EakaT77
(2)AF 78 (glycogen) (b) 5 #E(sucrose) ()3l #E(lactose) {d)4~ ¥ 4 (maltose)
10.°F $ 47 & 9T 3@ 4% o5 &F B (pyruvate) 2% ¥ B4 7. 85 (oxaloacetate) i iy i ABE H #7 & (gluconeogenesis) 7
(a)ypyruvate carboxylase {b)pyruvate decarboxylase
{cMactate dehydrogenase {d)pyruvate dehydrogenase
Lo f ik R T PTG T 827
(@) A(O2) ()= £ALH(COy) (c)— L5z (CO) (d)— R4t £.NO)
12.F Fi47 4 7= & o % ¥ ¥ R, 2 A5 % & (lipoprotein)?
(2} % & E A5 &5 (HDL) (b)E {525 B 85 & & (VLDL)
(c) 5L & $# (chylomicron) ()i 8 A5 3% B8 (free fatty acid)
13.mRNA (5°-UAGUUUGAUGGCCAGUUCUUGCAAAGGCUAAUUAGAGGCAAT-3") T 44 4 % b {8 a Auglt
#% # (amino acid residue) %5 3 Bk (oligopeptide) ?
(a)6 13 (b)7 18 ()1l 1 (d)14 18
14.F 5 B 3 8% 2% 3k 47 4 4 2 ¥ 74 8% 4L R & (phosphorylation) 7
{(a) i Fz 5% (proline) (b) & Rz i (serine) (c)ER Bz B (threonine)  (d)B B ¥ (tyrosine)
15. F#l g e & Bkl b B 9 @ o S (free radical)oh 4§72
Qs kC ()& K (CyEARE & (DL FE
16.7F 7 4. % # C(Ascorbic acid) i 4 2 o 547 & B3 b g (sowrvy) Z A H W 7
(a)4% & 4- A (bile acid formation) (R & & 4 siu(collagen synthesis)
{(c)48, ¥ Bk (iron absorption) (d)#r At (antioxidation) *% -"-‘Ff' @
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#E AL RER %« 38
#£ 3 AzxE 2 R
V7. T R 4E 81 R R 47
(a) 4+ ¥ #(maltose) (b) F #(fructose) (c) 3L (lactose) (d) 5 ##(sucrose)

18.F #4475 & B 58 hB 4l 85 12 4% (pentose phosphate pathyway) &) 4 3= o f£?

(cH 4t 48 ALIE A (glycolisis)#i & 2 NAD" (DIRGERE P9 45 sk 2 v A I L 8
19.F 34748 & & iR 48 & 42 da 8 ' (cytosol) P #4577

(a) & - 1% & s (clectron transport chain) (b 3% &% £, 41t % A& (fatty acid B-oxidation)
(c)fE) 3 £ A%, _J& (ketogenesis) ()T ¥ o 484 A (glycogenolysis)
0. B e 2 A7 4 T 71475856 3 (organelle)?
(a)# 42 2 (mitochondrion) (b)4% & 88 (ribosome)
(e} & K 28 (Golgi complex) ()i ]~ g (lysosome)
21.Actinomycin D T3 ] F 5|47 78 85 & 45 75 17
(a)Poly A synthetase (b)DNA dependent RNA polymerase
{c)RINA dependent RNA polymerase (d)PNA polymerase
22 AR A e A B 2 AR R 4 & 4y (end product) B 47
(a)glucose {b}pyruvic acid {c)urea (d)lactic acid
23. fnfr. F (hemoglobin)4- & F Fifq 48 48 877
{ayCu®* ) (c)Mg* (HCTo™
24.F F) 4] #& 45 @ R (hormone)$1 dn b 44 48 &5 52 17
(a)epinephring (b)insulin (c)glucagon (d)growth hormone
25.F 3474 & cholesterol 7o-hydroxylase t9:d4 4) #| (inhibitor)?
{(a)cholesterol (b)bile acid {c)vitamin C (d)mevalonate
26.% & ® s Fo-helix & b T FTHE 7 F RAE K 4597 SEART
{(a)peptide bond (b)phosphodiester bridge
{c)hydrogen bond between R group (dyhydrophobic interaction

2715 1 4= 0. P A8 BB AR H i (trdacylglycerol) 47 B2 A+ i Ao 5% BE RS BT BA 69 B K A7

28.F 547 4 B 45 2 4% B (nucleic acid) % ¥ (coenzyme) #5482 ¢y 4a A7

(a)D-glucose {(b)D-fructose (c)D-ribulose (d)>-ribose
29840 & MATAE R AR B B R R T4k 487
(a)Ser (b)Arg {c)Asn (d)Thr

30.F oA B ook B 5 £ #lo-amanitin & % 92

31.F ST 3 7 2T &4 8E 1 TR 5 2 B (rate-limiting step) &9 38 4% 8 % (regulatory enzyme) 7
(a) B 82 5% &% 1Li(glycogen phosphorylase) (b) & EAEL B 8 i (pyruvate dehydrogenase)

() L&A & Fi(lactate dehydrogenase) (d)BT B8 4 Bifg(glycogen synthase)
T HEEBE SR BT
()i &85 7| (b)p-turn {c)B-sheet {drandom coil

WPBEREMBERELEESEALRBEREEEFMESFRARNY —BEEHE

34.3% B4 3 %) Bl(competitive inhibitor)do A G 15 B JE &, F 5478 & 2 1R 4 R 97
(a)Km (b)Xd (c)Vmax (d)K1

(a)384% A5 | 4 R (lipopenesie) i = NADPH  (b)4R 48 4% #i(nucleic acid)}4 A4 5 £ o) 454 (tibose)

(a)hepatic lipase (b)lipoprotein lipase (c)pancreatic lipase {d) hormone sensitive lipase

(a)RINA polymerase [ {(bJRNA polymerase Il (c)RNA polymerase Il (d)DNA polymerase III

{a) 4 #B(coenzyme) (b)) zhifi(isozyme) (c)2. 48 A BB (apoenzyme)(d)2-ffi(holoenzyme)

# R
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# 3 AzZHE 3 R

35.F Fl s & 174 AR R TR M A& % 69 § & gE(free energy)?

(a)phosphoenolpyruvate (b)ATP

(c)AMP (d)glycerol-3-phosphate
3T F T AR L2 EE KT

(&) w-oxidation (b)B-oxidation (c)B-oxidation (d)c-oxidation
37 FFMG M ETEAMANE G Ty B hmg A5

(a)gel filtration (b)paper chromatography (c)Edman reaction (d)SDS-PAGE
38.F FiMT F R % % BE A (Polysaccharides) ?

(a)i#% ¥ (starch) (b)# #h #E(irehalose) (c)# T % (chitin) () 4 #(cellulose)

39T FMTAE R B A A H mRNA & # B (template) T 7% i RE?
(2)DNA 74 % (replication) (b)4#% &f(transcription)  {c)4& 3% (translation) (d)37 4 A (splicing)
40.7% B (gout) & B W F FlfT MM B R R B RATAT £ 0 5RT

(2)*& »-(purine) (b)Euz(pyrimidine)  (c) & H (heme) () B &= % (bilirubin)
41. % © K (dopamine), § LBk ¥ (epinephrine) % & oy T 7 F74 i A s 7 & iy 27

(2) X P48 (aspartic acid) (b)&& Bk & (tyrosine)

(c) ¥ BBk % (cysteine) () gz % (Lysine)
42.F FUeT B R B B BE A AR A A &Y ¥ 42 & F (regulatory enzyme) 7

(a)acetyl CoA carboxylase (b)pyruvate dehydrogenase

(¢)pyruvate carboxylase () HMG-CoA reductase
43. CO &34 F 50 AR — B4 B A o % 4040 58 (complex) B T8 (87

{2)Complex I (FMN, FeS) (0)Complex II (FAD, FeS)

(c)Complex I {Cyt b, FeS, Cytcl) (d)Complex IV (Cyt al, Cu, Cyt a3)

44.F 5| ¥ & % B i5 & & (high-density lipoprotein) . 4 i 7% & E5E gy 7
(a) A-# apo CII 7T 7& it LCAT(lethithin:cholesterol acyltransferase)
(bYRE# apo Al T it ACAT(acyl-CoA:cholesterol acyliransferase)
(c) T #Z 4 apoC, apoE # VLDL & chylomicron
(d)E£ # lipoprotein lipase
45.°F S48 4 & F B & FALE R K o9 # i (coenzyme)?
(a)# £ & BS (b4 & % B2 (c)# s & B3 (d)2A L& E
46. FohE(fructose) ~ % & #E(glucose)d= £ Lig(galactose) =4 £ &
(2) & # 4 (isomers) (b) & & #4f (epimers) (cys a4 £ M (enantiomers)  (d)st k% gk
7. 5L (lactose) A K] B #EFe T 74T A 4R 4 i R 417

(2)#% 4 (ribose) {b) F 4% (fructose) (c) 4 FL.4#(galactose)  (d}4 ¥ #E(maltose)}
48.DNA & LT g4 7 XM H 7
{2) 1% @ & (semiconservative) (by2-4% 9§ K (conservative)
(C)RE & 4 (random distrbution) @GHer %1
49.F 747 #8582 F 5 9 40 B0 P9 57 .16 £ #t(antioxidant system) st 815 & o ik 08 B
(a)catalase (b)glutathione peroxidase
(c)superoxide dismutase (¥t
50. £ AL R M 4o & # modified standard free energy change (AG*"}=0 8§ » &7 LR E
(a)eedF FHTILE (DR B ameT

(bR HRA () 27k BT S 2 SR i T .




